Supplementary Figure 1 . Summary of the main effects (A, B) and interaction model of two-factor (APOE4 status, rs1937) combinations (C) associated with high risk (dark box) or low risk (light box) for LOAD from MDR analysis (described in detail in Table 11 ). For each genotype combination, the number of cases (left bar in boxes) and control individuals (right bar in boxes) is displayed. APOE4+ status is indicated as 1, APOE4− as 0; TFAM rs1937 GG genotype is indicated as 2, GC as 1 and CC as 0. 
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